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Dynamic solution structures of whole human NAP1 dimer bound to one and two
histone H2A-H2B heterodimers obtained by integrative methods.

Hideaki Ohtomo, Tsutomu Yamane, Takashi Oda, Noriyuki Kodera, Jun-ichi Kurita, Yasuo
Tsunaka, Romain Amyot, Mitsunori Ikeguchi, and Yoshifumi Nishimura
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BETOF / B~IVUVBOFKERX T —ILOAEFRATOERELEDDFOEEGE> I 2L
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